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HYPOTHESIS

The repeated emergence of asexuality,
the hidden genomes and the role
of parthenogenetic rare males in the brine
shrimp Artemia
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Abstract
The backbone of this endeavour consists of three major components as they appear in the title. My intention is to
summarise, as explicitly as possible, both existing and novel data on the occurrence of parthenogenetic rare males
assessing their role in conveying sets of genetic information between asexual strains and sexual Artemia species to
and fro. Additionally, an assemblage of strong indications and evidence is quoted aiming to unravel possible scenarios
of the repeated emergence of asexuality in the brine shrimp and its significance in evolutionary processes involved in
speciation.
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Introductory note
The repeated emergence of asexuality has been a longlasting quest for biologists. The mechanisms of its causes
are still debated or erroneously addressed. The controversy originates from our inability to attribute safely
whether this issue is the outcome of genetic accidents or
the result of established procedures. Yet, nowadays, there
are new approaches, offering more persuasive explanations than in the recent past. The new sets of tools are
mainly based on molecular markers which may track
down either changes both in coding and non coding
regions or reveal the existence of entire haploid genomes;
I call these genomes, being hosted in hybrids, ‘hidden
genomes’. To convey these long sets of information one
needs to find the appropriate vehicle for this transport.
There is strong evidence that the mediators for such an
action are, among few others, the males appearing rarely
and sporadically or erratically in obligate asexual populations, most probably due to upsets in meiotic or mitotic
procedures, which for all these reasons I shall call, from
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now on, ‘Parthenogenetic Rare Males’ or PRMs. In this
review, I shall focus on disclosing the often-misinterpreted role of these males as transport agents of long
genomic regions resulting finally in the recurring emergence of asexuality. I shall base my essay on Artemia
since the brine shrimp is considered as a model organism
for such scientific ventures and for many reasons that are
described below in detail.
The genus Artemia comprises six sexual species and
a complex of asexual populations [1, 2] or agamospecies (for definition see [3]). As feral populations, two
of the sexuals are found in the New World (i.e. A. franciscana and A. persimilis) and the rest (i.e. A. salina, A.
urmiana, A. tibetiana and A. sinica) inhabit Old World
saline-hypersaline water bodies while parthenogenetic
populations occur exclusively in the Old World (for more
information on Artemia biogeography see [4, 5] and references therein). Thus, Artemia distribution is expansive,
i.e. coastal and inland saline catchments scattered in all
continents except Antarctica. One of the most remarkable features of Artemia, serving ideally the purpose of
this effort, is that there are no species or populations
which may switch from one mode of reproduction to the
other (from sexuality to parthenogenesis and vice versa);
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in this way, many interfering ambiguities are eradicated.
Another important characteristic of asexual Artemia is
the existence of different ploidy levels which are undisputedly related to automixis, ascribed mainly, if not
exclusively, to diploid parthenogens and apomixis, attributed to triploids and tetraploids (for extensive reviews
see [6–8]). It is notable that the absence of ‘innate mate
recognition’ (for term definition see [9]) even between
distantly related Artemia species [1, 10] accommodates
hybridization and facilitates gene flow (introgression)
among highly differentiated entities in the genus. Besides,
Artemia, and especially asexual populations, are prone to
mishaps during cell division (mitosis or meiosis) which
result in chromosomal aberrations (aneuploidies or heteroploidies) tolerably compatible with survivorship of
the bearer [7, 11]; this inclination will be discussed in the
light of the emergence of rare males in parthenogenetic
populations. Finally, taking into account that encysted
Artemia embryos or newly born nauplii may generate
rapidly propagating and easily cultured experimental/laboratory populations or clonal lineages initiated by a single parthenogenetic female, the set of advantages, which
render this hypersaline anostracan paradigmatic for this
kind of studies, becomes manifest.
As a prelude of what follows I would like to annotate
the three major topics which will be unraveled in the
next issues: (i) the milestones of rare male occurrence
in parthenogens focusing on Artemia asexuals, (ii) their
specific role as vectors of genetic information, and (iii) a
model for repeated emergence of asexuality based on the
theory of ‘hidden genomes’ inherent in hybrids. It would
be frivolously incorrect if this effort was meant to initiate/address the contribution of contagious parthenogenesis, a fact successfully anticipated by other scientists
[12]; the scope of this effort is to present a potential scenario, happening in nature, for the repeated emergence
of parthenogenesis in wild, coexisting Artemia populations, which may be broadly based on contagious parthenogenesis but not only. The hypothesis is extended to the
following: these haploid genomes may be transmitted to
functional sexual females (called here hybrids) that may
convey them to next generations and when mate with
PRMs give new parthenogenetic lineages.

The role of parthenogenetic rare males as vectors
of genetic information
In the weevil Otiorrhynchus scaber or other species (i.e.
the isopod Trichoniscus elisabethae, obligate sexual or
obligate asexual), PRMs are produced in low numbers;
crosses between diploid or triploid asexual females
and RPMs give rise to triploid and tetraploid offspring,
respectively [13].
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Considering Artemia, von Siebold [14] referred for the
first time on Artemia rare males. Artom in [15] reported
the incidence of PRMs in a parthenogenetic Artemia
population from Cagliari (Italy) with frequency 4/100.
Several investigators seem to avoid capitalizing on
readership eagerness to learn about the potential role of
rare males. Or in other words, very few dared to touch
or deal with this really fascinating but also thorny issue;
among those who pioneered the studies on the role of
PRMs in Artemia is the team of Cai in China (see [16]
and references therein). The publications of Bowen and
Browne are, also, among the very few addressing this
‘mystic’ item [17, 18]. I would not be fair enough if I concealed the numerous informal discussions I had with
many Artemia experts during international meetings or
symposia, over the last 30 years, on this tenacious quest.
The need for production of PRMs remains contentious
since their role is not clearly accommodated in evolutionary processes. Nearly all of the existing literature (related
to PRMs, ploidy levels and apomixis/automixis) ends
up with the conclusion that ‘the role of PRMs remains
obscure’ [19–24] although they are broadly considered
functionally fertile. A reliable approach for addressing
this important key-factor is to try to formulate a persuasive hypothesis related to the adaptive advantages, which
arise for both asexual forms and sexual species from the
exchange of numerous sets of genes. It may stating the
obvious for asexuals since they are thought of as seriously deprived from effective differentiation mechanisms
compared to their sexual relatives. Yet, it is not that pronounced for sexual species unless they become better
colonizers in the extreme and oscillating environments
they are challenged to settle. The parthenogenetic component, hosted in hybrids as hidden haploid genome,
seems to serve adequately this purpose; Bowen et al. [17],
based on haemoglobins, presented persuasive evidence
(see also below).
Is there solid evidence for gene transfer by PRMs? The
first reliable citation on the role of PRMs comes in one
of Bowen’s seminal works on Artemia genetics [17]. She
and her collaborators used haemoglobins as markers
to demonstrate that a parthenogenetic rare male from
Yamaguchi population (Japan) succeeded in transferring
genes to a zygogenetic female belonging to A. urmiana
[17]. It is noteworthy that this team was extremely careful
to generalise this fact to other genes and especially those
related to parthenogenetic reproduction. They also delineated that asexuality is not necessarily associated with
uniformity (see also [13]). The exclusion of pseudogamy
(gynogenesis) is a sine qua non of avoiding extensive confusion (for special cases see [25] and references therein
and for Artemia see [17]).
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McDonald and Browne [26] proposed three possible
explanations for the production of males by Artemia
parthenogenetic females: (i) they are functionally sterile
and signify a ‘disadvantageous trait’ which will attract a
negative selection, (ii) they are sterile and non-functional
within their own population and, therefore, their production is related to a genetic trait which is itself adaptive,
and (iii) the production of these males is ‘directly advantageous to the parental female’. I will attempt to annotate
these three options trying to disclose their potential evolutionary impact.
Nowadays, the majority of the existing literature supports that PRMs are functionally fertile; therefore, they
are not considered as reproductive mishaps. This idea
was the outcome of ‘unfortunate’ or inappropriate crossings (i.e. A. franciscana x parthenogenetic males). There
are, at least, two crucial parameters/items to call attention to: (i) parthenogenetic Artemia is proven to be phylogenetically related to certain bisexual Artemia species,
e.g. A. urmiana, A. sinica and A. tibetiana (see [2, 8, 27]
and references therein); thus, the females used in such
crossings must belong to species which share common
ancestors with parthenogenetic strains producing PRMs,
and (ii) the PRMs used in such crossings must be upon
their early reproductive maturation since if they do not
copulate for several days they become sterile, which is a
common fact for all Artemia males. Scrutinising these
features, the production of PRMs seems to be directly
advantageous to the parental female provided that some
prerequisites are met: the population they appear is a
mixed one and comprises “suitable” bisexual species
and asexual strains (see above), the spatial distribution
and the reproductive period of both population components (bisexual and asexual individuals/strains) coincide,
and PRMs reproductive rigour is equally close to that of
bisexual males. Thus, they may contribute in some way
(either genetically, or nongenetically, e.g., via gynogenesis or by increasing brood size), to the proliferation or
survival of the enriched genome. This is an effective way
of transmitting advantageous characters from parthenogenetic to bisexual females provided that all prerequisites
are met.

The recurring emergence of asexuality (the theory
of hidden genomes)
The fairly extensive sampling in [27], which aimed to
conceive the first global phylogeny of the genus Artemia,
revealed the existence of at least four independent origins
of parthenogenesis with the most ancient dating back to
~ 3.5 MYA. This recurring emergence of asexuality is certainly an underestimate of the reality for many obvious
reasons. However, the advantages of using Artemia as a
model organism for exploring the interactions between
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sexuality and asexuality are highlighted. The established
affinity of parthenogenetic Artemia with Asian bisexual species (i.e. A. sinica, A. urmiana and A. tibetiana)
implies that PRMs have significant probabilities for being
cross-fertile with these species [1, 2, 16, 17, 27]. Moreover, there are many parthenogenetic strains in proximity with the Asian bisexual Artemia species forming
mixed populations (for example, see [28] and references
therein). In this sense, hidden haploid genomes may be
expressed and emerge from time to time when genes
responsible for the determination of asexuality come to
homozygosity. This phenomenon, although rare, is not at
all improbable. Considering the above facts, the cradle of
recurring emergence of parthenogenesis must be placed
in central and southeast Asia. Also, it is crucial to mention that there are three mechanisms present in Artemia
that may distort the molecular clock and create confusion about polyphyly or monophyly in agamospecies and
these are: large population sizes, polyploidy and genome
protection by the prolonged dormancy of the encysted
embryos ([2] and references therein).

The validation of this hypothesis
The testing of a hypothesis is imperative to consolidate
its validity. Therefore, referring to the present hypothesis,
there are certain prerequisites to consider for judging its
testability: (i) obligate parthenogenesis is a fact in Artemia genus [6], (ii) automixis in diploid parthenogenetic
strains and apomixis in polyploid asexual Artemia have
been confirmed long ago [6, 7], (iii) cytogenetic studies
and methodologies summoned to determine ploidy levels in Artemia have been reported many times in the past
([11] and references therein), (iv) Artemia is compatible
with aneuploidy while genome porosity loosens species
integrity [10, 11], (v) multidisciplinary approaches (based
on morphology and genetic markers) for finger-printing
Artemia populations have been deployed and extensively
used [29], (vi) laboratory cultures initiated even by a single female are routinely maintained and easily monitored
[30], (vii) cross-breeding experiments can be easily performed and are advisable to explore the genetic introgression between different Artemia entities [2, 17], and
(viii) the existence of mixed populations have been documented in many cases around the globe [28, 31, 32]. All
the above facts, although sometimes are laborious, may
promote the verification of this hypothesis if properly
and collectively addressed.
Concluding remarks
This is the first time that a potential scenario about the
role of PRMs in the evolutionary make-up of Artemia
genus is attempted. I have focused on presenting the
environmental and population components and factors
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that may facilitate the evolutionary potential and adaptive
significance of PRMs in the genus Artemia if and when
they appear. Their role is envisaged as possible vehicles of
haploid genomes, which may either enhance the existing
adaptedness or promote recurring emergence of asexuality. Such an effort would definitely involve extensive sampling and biomonitoring and would be very laborious and
demanding but by no means unfeasible.
We have to be very cautious when attributing the
production of PRMs to certain females, which bear
this unique characteristic and transmit it to the new
lineage/s (sexual or asexual); only in this case, we would
be entitled to refer to a “trait”. I tend to consider this
outcome as a mishap, which, however, may have an
evolutionary impact to both sexual and asexual bearers rendering the former better colonizers and giving
to the latter the opportunity of recurrence. This controversy may sound as an oxymoron. After all, evolution
is largely based on ‘accidents’ that if are advantageous
they may become established.
Finally, I consider central and southeast Asia as the
cradle of the emergence of Artemia parthenogens. Topologically and chronologically, this area appoints many
of the required features to support this phenomenon;
the utmost one is that it hosts parthenogenetic strains
together with their phylogenetically close sexual relatives as mixed populations. It is neither circumstantial
nor accidental that asexual Artemia has never been
documented as natural population in the New World.
Authors’ contributions
TJA conceived the idea and wrote this hypothesis. The author read and
approved the final manuscript.
Acknowledgements
Sincere thanks to two anonymous reviewers for improving this manuscript via
their constructive comments. I would like to ask readers’ forbearance for some
topics that may sound extrapolative but I am convinced that some of these
issues will trigger novel research efforts or, at least, activate creative criticism.
If I am to be blamed for something let this be my zeal for sharing with others
my thoughts, which have been obsessing me for many years now. I would
not have dared formulate this essay if almost every new inflow of data did not
back up these claims, regardless of being strong indications or solid evidence!
Competing interests
The author declares that he has no competing interests.
Availability of data and materials
Not applicable.
Consent for publication
Not applicable.
Ethics approval and consent to participate
Not applicable.
Funding
Not applicable.

Page 4 of 5

Publisher’s Note

Springer Nature remains neutral with regard to jurisdictional claims in published maps and institutional affiliations.
Received: 4 January 2018 Accepted: 11 May 2018

References
1. Abatzopoulos TJ, Beardmore JA, Clegg JS, Sorgeloos P. Artemia: basic
and applied biology. Dordrecht: Kluwer Academic Publishers; 2002.
2. Abatzopoulos TJ, Kappas I, Bossier P, Sorgeloos P, Beardmore JA.
Genetic characterization of Artemia tibetiana (Crustacea: Anostraca).
Biol J Linn Soc. 2002;75:333–44.
3. Mayr E. What evolution is. New York: Basic Books; 2001.
4. Triantaphyllidis GV, Abatzopoulos TJ, Sorgeloos P. Review of the
biogeography of the genus Artemia (Crustacea, Anostraca). J Biogeogr.
1998;25:213–26.
5. Van Stappen G. Zoogeography. In: Abatzopoulos TJ, Beardmore JA,
Clegg JS, Sorgeloos P, editors. Artemia: basic and applied biology.
Dordrecht: Kluwer Academic Publishers; 2002. p. 171–224.
6. Barigozzi C. Artemia: a survey of its significance in genetic problems.
Evol Biol. 1974;7:221–52.
7. Barigozzi C. Cytogenetics and speciation of the brine shrimp Artemia.
Att Accad Nazion Lincei Mem Fis. 1989;29:57–84.
8. Maniatsi S, Baxevanis AD, Kappas I, Deligiannidis P, Triantafyllidis A,
Papakostas S, et al. Is polyploidy a persevering accident or an adaptive
evolutionary pattern? The case of the brine shrimp Artemia. Mol Phylogenet Evol. 2011;58:353–64.
9. Mayr E, Dobzhansky T. Experiments on sexual isolation in Drosophila. IV.
Modification of the degree of isolation between Drosophila pseudoobscura and Drosophila persimilis and of sexual preferences in Drosophila
prosoltans. Proc Natl Acad Sci USA. 1945;31:75–82.
10. Kappas I, Baxevanis AD, Maniatsi S, Abatzopoulos TJ. Porous genomes
and species integrity in the branchiopod Artemia. Mol Phylogenet Evol.
2009;52:192–204.
11. Abatzopoulos TJ, Kastritsis CD, Triantaphyllidis CD. A study of karyotypes and heterochromatic associations in Artemia, with special reference to two N, Greek populations. Genetica. 1986;71:3–10.
12. Simon J-C, Delmotte F, Rispe C, Crease T. Phylogenetic relationships
between parthenogens and their sexual relatives: the possible routes
to parthenogenesis in animals. Biol J Linn Soc. 2003;79:151–63.
13. Saura A, Lokki J, Lankinen P, Suomalainen E. Genetic polymorphism
and evolution in parthenogenetic animals. III. Tetraploid Otiorrhynchus
scaber (Coleoptera: Curculionidae). Hereditas. 1976;82:79–100.
14. von Siebold CTE. Beiträge zur parthenogenesis der arthropoden. Leipzig: Verlag von W. Engelmann; 1871.
15. Stefani R. L’ origine dei maschi nelle populazione parthenogenetiche di
Artemia salina. Riv Biol. 1964;57:147–62.
16. Gao M, Cheng J, Cai Y. The role of rare males in populations of the brine
shrimp Artemia parthenogenetica. Chin Sci Bull. 1995;40:1917–21.
17. Bowen ST, Durkin JP, Sterling G, Clark LS. Artemia hemoglobins: genetic
variation in parthenogenetic and zygogenetic populations. Biol Bull.
1978;155:273–87.
18. Browne RA, Bowen ST. Taxonomy and population genetics of Artemia.
In: Browne RA, Sorgeloos P, Trotman CNA, editors. Artemia biology.
Boca Raton: CRC Press; 1991. p. 221–35.
19. Asem A, Atashbar B, Rastegar-Pouyani N, Agh N. Morphological and
biometric characterisation of rare males and sexual dimorphism
in parthenogenetic Artemia (Crustacea: Anostraca). Zool Mid East.
2010;10:115–7.
20. Maccari M, Amat F, Gomez A. Origin and genetic diversity of diploid
parthenogenetic Artemia in Eurasia. PLoS ONE. 2013;12:e83348.
21. Maccari M, Gomez A, Hontoria F, Amat F. Functional rare males in diploid
parthenogenetic Artemia. J Evol Biol. 2013;26:1934–48.
22. Maccari M, Amat F, Hontoria F, Gomez A. Laboratory generation of new
parthenogenetic lineages supports contagious parthenogenesis in
Artemia. Peer J. 2014;2:439.

Abatzopoulos J of Biol Res-Thessaloniki (2018) 25:7

23. Nougue O, Rode NO, Jabbour-Zahab R, Segard A, Chevin L-M, Haag CR,
et al. Automixis in Artemia: solving a century-old controversy. J Evol Biol.
2015;28:2337–48.
24. Chang MS, Asem A, Sub S-C. The incidence of rare males in seven
parthenogenetic Artemia (Crustacea: Anostraca) populations. Turk J Zool.
2017;41:138–43.
25. Liasko R, Lousia V, Vrazeli P, Papiggioti O, Chortatou R, Abatzopoulos TJ,
et al. Biological traits of rare males in the population of Carassius gibelio
(Actinopterygii: Cyprinidae) from Lake Pamvotis (north-west Greece). J
Fish Biol. 2010;77:570–84.
26. MacDonald GH, Browne RA. Inheritance and reproductive role of rare
males in parthenogenetic population of the brine shrimp, Artemia parthenogenetica. Genetica. 1987;75:47–53.
27. Baxevanis AD, Kappas I, Abatzopoulos TJ. Molecular phylogenetics and asexuality in the brine shrimp Artemia. Mol Phylogenet Evol.
2006;40:724–38.
28. Agh N, Abatzopoulos TJ, Kappas I, Van Stappen G, Razavi Rouhani
SM, Sorgeloos P. Coexistence of sexual and parthenogenetic Artemia

Page 5 of 5

29.

30.
31.
32.

populations in Lake Urmia and neighbouring lagoons. Int Rev Hydrobiol.
2007;92:48–60.
Triantaphyllidis GV, Criel GRJ, Abatzopoulos TJ, Thomas KM, Peleman J,
Beardmore JA, et al. International Study on Artemia. LVII. Morphological
and molecular characters suggest conspecificity of all bisexual European
and North African Artemia populations. Mar Biol. 1997;129:477–87.
Baxevanis AD, Abatzopoulos TJ. The phenotypic response of ME2 (M.
Embolon, Greece) Artemia clone to salinity and temperature. J Biol Res.
2004;1:107–14.
Baxevanis AD, Maniatsi S, Kouroupis D, Marathiotis K, Kappas I, Kaiser H,
et al. Genetic identification of South African Artemia species: invasion,
replacement and co-occurrence. J Mar Biol Assoc UK. 2014;94:775–85.
Mura G, Kappas I, Baxevanis AD, Moscatello S, D’ Amico Q, Lopez GM,
et al. Morphological and molecular data reveal the presence of the
invasive Artemia franciscana in Margherita di Savoia salterns (Italy). Int Rev
Hydrobiol. 2006;91:539–54.

Ready to submit your research ? Choose BMC and benefit from:

• fast, convenient online submission
• thorough peer review by experienced researchers in your field
• rapid publication on acceptance
• support for research data, including large and complex data types
• gold Open Access which fosters wider collaboration and increased citations
• maximum visibility for your research: over 100M website views per year
At BMC, research is always in progress.
Learn more biomedcentral.com/submissions

